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Long Non-coding RNAs in Common Sexual Hormone-dependent Tumors

ZHAO Ming YANG Zhi-Yun DING Xian-Feng"
( College of Life Sciences Zhejiang Sci-Tech University Hangzhou 310018 China)

Abstract With the development of transcriptomics gene sequencing technology and quantitative analysis
of nucleic acid in recent years a large number of studies showed that the long non-coding RNA
( LncRNA) regulated expression through different regulatory paradigms playing important roles in normal
cell physiological activities. There was a wide concern about the relationship between abnormal expression
of IncRNAs and tumorigenesis. In addition the studies on IncRNAs with three kinds of the most common
sexual hormone-dependent neoplasms: breast cancer prostate cancer and endometrial carcinoma revealed
that it plays a similar dual role of proto-encogenes and tumor suppressor genes in tumor cells or tissues
and through a variety of regulatory mechanisms involved in cancer cell invasion proliferation and
metastasis of cancer cells through diverse regulated mechanisms. Because of the sexual hormone
receptors the expression of some IncRNAs showed high specificity. This paper summarized the research
progress of IncRNAs with breast cancer prostate cancer and endometrial cancer including those relating
to the IncRNA species expression differences mechanism of action and feasibility to be an ideal
biomarker or therapeutic target.
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Fig.1 Schematic diagram of the four archetypes of IncRNA mechanism As signals IncRNA expression can faithfully
reflect the combinatorial actions of transcription factors or signaling pathways to indicate gene regulation in space and time. As
decoys IncRNAs can titrate away transcription factors and other proteins away from chromatin or titrate the protein factors into
nuclear subdomains. A further example of decoys is IncRNA decoy for miRNA target sites. As guides IncRNAs can recruit
chromatin modifying enzymes to target genes either in cis or in trans to distant target genes. As scaffolds IncRNAs can bring

together multiple proteins to form "
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